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I am a machine learning researcher working on uncertainty quanti�cation methods for trustworthy machine
learning-guided scienti�c discovery.
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invited talks
1. Error embraced: Making trustworthy scienti�c decisions with imperfect predictions. Simons Institute

Workshop on AI≡Science: Strengthening the Bond Between the Sciences and AI, June 14, 2024.
2. Prediction-powered inference. Machine Learning for Health Care and Life Sciences Workshop, ETH

AI Center, November 30, 2023.
3. Prediction-powered inference. Alaa Lab (UCSF/UC Berkeley), September 29, 2023. (recording)
4. Prediction-powered inference. Calico Life Sciences. May 17, 2023.
5. Prediction-powered inference and design. Microbiology Society Annual Conference, April 17, 2023.
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6. Conformal prediction for biomolecular design. Physics of Living Systems Seminar Series (EPFL),
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8. Conformal prediction for the design problem. Machine Learning for Protein Engineering Seminar
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Chrysaora fuscescens. Monterey Bay Aquarium Research Institute Seminar, 2018.

professional experience
Prescient Design, Genentech, Senior Machine Learning Scientist 2023 - present

Salesforce Research, Research Intern Summer 2022
Developed method leveraging protein language models and thermal proteome pro�ling data to design
thermostable enzymes. Collaborated with the Fordyce, Pinney, and Fraser labs at Stanford and UCSF to
experimentally characterize the designed enzymes.

Monterey Bay Aquarium Research Institute, Research Assistant 2018 - 2019
Designed and conducted biologging �eld experiments on jelly�sh inMonterey Bay, CA. Developed
supervised learning methods to characterize novel �ne-scale in situ behavioral and movement patterns.
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Google, Google Brain Resident 2016 - 2017
Developed regularization schemes for suppressing chaotic dynamics in recurrent neural networks.
Contributed to deep learning approach for taxonomic identi�cation of genetic reads.

teaching
University of California, Berkeley
STAT 102: Data, Inference, and Decisions (Graduate Student Instructor) Fall 2020
STAT 102: Data, Inference, and Decisions (Graduate Student Instructor & Guest Lecturer) Spring 2020

Stanford University
EE 364A: Convex Optimization (Teaching Assistant) Winter 2016
EE 103: Introduction toMatrix Methods (Teaching Assistant) Fall 2015

leadership & outreach
Mentor for Berkeley AI Research Undergraduate Mentoring Program 2019 - present
Coordinator for UC Berkeley WICSE 2019 - 2020
Docent at Jasper Ridge Biological Preserve 2016 - present
Co-Instructor for Stanford Splash! M4053: For the Love of Optimization 2014
Co-Instructor for Stanford Splash! B4329: The Biology of Vision and Perception 2015
Organizer for Stanford SAILORS (now Stanford AI4ALL) 2014

honors & awards
NSF Graduate Research Fellowship 2019
SICBMarlene Zuk Best Student Paper Finalist 2019
UC Berkeley Allen D. Wilson Fellowship (declined) 2017
UC Berkeley EECS Excellence Award (declined) 2017
Tau Beta Pi National Honor Society for Engineering 2016
Stanford University President’s Award for Excellence in the Freshman Year 2013


